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Gene flow from transgenic glufosinate-resistant rice II you 86B and its re—
storer line 86B to weedy rice

CUI Rong-rong  DAI Wei-min  QIANG Sheng  SONG Xiaoing
( Weed Research Laboratory Nanjing Agriculiural University Nanjing 210095 China)
Abstract:  To provide information of environment safety of transgenic glufosinate—esistant ( GR) rice II You 86B
and its restorer 86B the potential risk of gene flow from these two cultivars to weedy rice was assessed in Nanjing. The GR
rice was the donor of pollen and weedy rice ( from Dandong Taizhou Zhaoqin) was receptor and the gene flow frequency
was measured. The results showed that the flowering time of Taizhou transplanted weedy rice and Zhaoqin directlyseeded
weedy rice overlapped with that of [ You 86B. The gene flow frequencies from [I You 86B to Taizhou weedy rice and Zha—
oqin weedy rice were 0. 136% and 0. 018% respectively. The flowering of restorer 86B overlapped with that of Zhaogin di—
rectlyseeded weedy rice and gene flow frequency was 0. 016% . The results indicated that there was a potential gene flow
from GR Il You 86B and 86B to Zhaoging weedy rice in Nanjing as well as from [I You 86B to Taizhou weedy rice.
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